In the title compound, [Zn(C 24 H 21 N 7 )(H 2 O)](C 12 H 12 NO 3 S)-(ClO 4 )Á2.5H 2 O, the Zn II ion is in a distorted trigonalbipyramidal coordination geometry. In the crystal, N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds connect the components into a two-dimensional network parallel to (001). In addition, there are weak C-HÁ Á ÁO hydrogen bonds.
Related literature
For the biological and biochemical applications of benzimidazole compounds, see: Sundberg et al. (1977) ; Santoro et al. (2000) . For the properties of tris(1H-benzimidazol-2-ylmethyl)amine, see: Main (1992) 
Experimental
Crystal data [Zn(C 24 Table 1 Hydrogen-bond geometry (Å , ). onate perchlorate 2.5-hydrate Z. Xiao and T. Jiang Comment Imidazole (Im) and benzimidazole (Bzim) are common species in biological and biochemical structure and function (Sundberg et al.,1977; Santoro et al., 2000) . Tris(1H-benzimidazol-2-ylmethyl)-amine (NTB) is a benzimidazole-rich ligand, which has the advantage that the basicity of the coordinating group approximates to that of histidine (pKb: histidine = 7.96 and benzimidazole = 8.47; Main, 1992) . Several examples of NTB-metal compounds have been reported (Tian et al., 2004; Wu et al., 2004; Li et al., 2005) , and the title compound, (I), is part of our effort in order to contribute to this research.
Herein we report its crystal structure.
In (I) (Fig .1) Fig. 1 . The molecular structure of (I), with displacement ellipsoids drawn at the 10% probability level. Hydrogen atoms are omitted for clarity. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (ii) −x+1/2, −y+1/2, −z+1; (iii) −x+1/2, −y+3/2, −z+1; (iv) −x+1, −y+1, −z+1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
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